LG. see see Eates D. Da Silva B. F., see H. 


tions between blood groups, blood protein poly- "Restriction fragment length polymorphism 
morphisms and breeding values for production analysis of the x-casein locus in cattle, 107 an logs 


traits in Swedish Red and White Dairy | bulls,  Danell B., see Andersson- 


see |. ... q 
Archibald A. & ‘Cowper A.E.: Two TagI d le Andres-Cara D.F., see Geffrotin C._ 


RFLPs at the procine pancreatic phospholipase Del Sorbo G.., see Capparelli 


locus(PPLA2),93. Denicourt D., Sabour M.P. & McAllister 


Arnold I.C.J. & Bouw J.: between genes Detection of bovine k-casein genomic variants by 
for coat colour and for blood plasma esterase i in the polymerase chain reaction method,215 ae 
dogs, 149 _ Depicker A., see Coppieters W. 

Dileanis S., see Bowling A.T = 
Aston W.P., Tabel F H. Dixon S.C., see Kilgour L. 
Beebout J., see Bowling A. T. Dunnington E. A., Gal O., Plotsky Y,, Haberfeld 
Bell K., see Patterson S.D. _ A., Kirk T., Goldberg A., Lavi U ., Cahaner 
Bergerson O.: An Alul polymorphism | near the 5’ ‘Siegel PB. & Hillel 
end of the goat globin gene, 339 
seealsoNesseL.L. 


P., see Stratil A. 


‘phism at adenosine deaminase in the marine fish Fide D.M., see Nesse LL. 


‘Bohlmeyer D.A. & Gold J.R.: Lilja see 


Estes D.M. , Templeton LW. & Adams EG: 


T.& Dileanis S.: — data and 4 Feil R., see Geffrotin 
P snedo M.C.T., Wi Ferrand N. & Amorim A.: 
owling A. ordon enedo ic- of 8-aminolaevulinic acid §dehydratase 
Bo E. & Beebout J.: A single gel for determining + (E.C.4.2.1.24, ALAD) in the domestic rabbit, 217 
‘Ferretti L., see Damiani G. 
(CA) and catalase Francois D., see Grosclaude 
see also Schmid D.O. $4 clonal antibody differentiates chicken A system 
Briles R.W., see Fulton J. 
anan Fulton J.E., Briles R.W. & Lamont S.J.: Chicken 
A blood groups system antigens: molecular char- 
i a acteristics and lack of expression on lymphocytes, — 


Cahaner A.,seeDunningtonE.A. 
DelSorboG. &IannelliD.:Identi- 401 jg | 


fication of goat allotypic determinants and gener- 4 Fulton J.E., Hall V.J. & Lamont S.J.: Ontogeny a sate 


_ ation of goat-mouse hybridomas secreting goat and expression: of chicken A blood group or. rf ae 


Coppieters W., Van de -Weghe A., Depicker Gaillard C., see Gautschi C. 


Bouquet Y. & Van Zeveren A.: A hypervariable O., see Dunnington E. 


Cowper A.E., see Archibald A.L. Gandini G.C., see Zanotti Casati M. 
Crawford A. M., Buchanan F. Cc. & Swarbrick ~ Gautschi c. & Gaillard C.: Influence of 1 major ee 


P.A.: Ovine dinucleotide repeat at histocom atibility complex on and 
he MAFI8 locus, 433 d 


— 
— 
— 
— 
— 
— 

we 
— 
— 
— 
| 

{ia 

— 


| 


Geffrotin P., de Andres-Cara D. F., Jamieson A.: survey transferrins i in 87 
Feil R., Renard C. & Vaiman M.: The swine ostean species,295 
steroid 21-hydroxylase gene (CYP21): cloningand _see also Teixeira A. 


aa Gellin J., Yerle M. & Gillois M.: Assignment of polymorphism of serum vitamin D- -binding protein 
nucleoside phosphorylase gene to q2.1.q2.2 in sheep and 
region of chromosome 7 in ‘the: pig, Sus scrofa see also Stratil A. 
domestica L., 207 Kemp S.J., Tucker E.M. & Teale A.J.: A bovine 


monoclonal antibody detecting a class I 
Georges M., Lathrop M., Bouquet Y., 


A., Schwers , Roupain J ., Vassart G. & Hanset Kilgour L., Dixon S.C. & Tucker E.M.: Two 
es Linkage relationships among 20 genetic mark- sheep haemoglobins, one of which is replaced by 
ers in cattle. Evidence for linkage between two C in anaemia, 115 
of blood group systems: B-Z and S-F/V Kirk T., see Dunnington E. 
respectively, 95. Koopman M.., see Miller J. R. 
N. & Dunham P.B.: The HK/LK Kraay G.J.,seeTabelH. 
polymorphism of erythrocyte cation content in two ‘Kristensen B., , SCE 
S.J., see Fulton J.E. 


Larsen B., see Hines H.C. 
Lathrop M., see Georges M. 
__ Lavi U., see Dunnington E. A. 
L.: RL: Leone P., see Zanotti Casati 
"Variation i in T cell responses to ovalbumin in ‘Leroux C., Martin P., Mahe M. F., LevézielH. & a 
Mercier J. -C.: Restriction fragment length 


heteroplasmy in the mitochondrial DNA of the -Levéziel see Leroux 
marine fish Sciaenops ocellatus (L.), 313 Lundén A., Sigurdardéttir S., Badfors- -Lilja 
— also Bohlmeyer D. Ars Danell B., Rendel J. & Andersson L.: The 
Goldberg A., see E. _ tionship between bovine major histocompatibility 
Gordon L., see Bowling A.T. complex class II polymorphism and disease studied 
Groat H.J.,seeTabelH. by use of bull breeding values 
Grosclaude F., Francois D. & Wimitzky M.: See also SigurdardottirS. 
Evidence for absence of linkage between the B and 


McAllister A.J.,seeDenicourtD. 


a lymphocyte alloantigens closely linked to BoLA 


-Haberfeld see E. AL : Manton V.J.A., see Patterson 
Hanset R., see Georges M. Martin P., see LerouxC. 

‘Herzog S.: Genetic analysis of Mercier J.-C., see Leroux C. 
dismutase polymorphism the Miller J. R. & M.: Isolation and charac- 

Hilbert P.,seeGeorgesM. 

‘Hillel J., see E. A. 


Linkage studies on antigen 

major histocompatibility complex and the 
‘hacmoglobin beta gene cluster in goats,329 
Nguyen T.C.: Genetic systems of red cell blood 


— 
— 
— 
— 
— 
— 
— 
ibility complex molecule plus a Theileria — lieles associated with a high level protein synthe- 
| «compatibility mouse H-2K4. 323 _—_—_llleles 
— _parva antigen resembles mou 
= 
— 
4 
igs 
— 
— 
i 
— 
between two pairs of bovine blood group loci: B-Z oats: serological and genetic studies. 
— 
— Hradecky J.,seeStratil A. 


Penedo M.C.T., see Bowling A.T. 


see also Lundén A. 


39 


-Stratil D., Hoing J. & Hradecky J.: 
Polymorphism of pig serum a-protease inhibitor-3 
——: S.D., Bell K. & Manton V. J.A.: es -@B) and assignment of the locus to the Pil, PolA, — 
przewalskii plasma protease inhibitor (Pi) system, B, Pi2, Igh linkage group,267 
Stratil A., Glasndék V., Bobd4k P., Citova 
E. & Kalab P.: Variation of some 
Plotsky Y., see Dunnington serum proteins in red deer, Cervus elaphus L., 285 
Raposo J.C.P., see Teixeira A. Swarbrick P.A., see Crawford A.M. 
see also Varewyck H. H., Groat H.J., Kraay G.J. & Aston W. 
Rendell J.: Obituary: on Gahne , Genetic polymorphisms of complement factor Hi in 


see also Andersson- Taggart J.B. & Ferguson A.: Minisatellite 


fingerprints of salmonid fishes, 377 
2 Rognoni G., see Damiani G. Teixeira A.S., Raposo IEP. A: 
-Rothel J.S., Dufty J.H. & Wood P.R.: Studies on on Transferrin variation in jaraquis, Semaprochilodus - <= 
_ bovine major histocompatibility class I and taeniurus and S. insignis in the Amazon 
class II antigens using homozygous typing cells cells and and Ei _ Templeton J.W., see Estes D. M. — 
antigen- specific BoT4* blast cells, Is, 141 Ms Tucker E.M., see S. 
-Roupain J., see Georges M. see also Kilgour 
 Rozhkov Yu. I. & Galimov LR.: Salivary gland 


oa amylase polymorphism in pigs and cattle detected = Vaiman M., see Geffrotin C. ora a, 
by affinity electrophoresis,277 = seealso Varewyck H. 
Sabour M.P., see Denicourt D. 


_ see also Varewyck H. ae 
Salzano F.M., see Schneider H. Van Zeveren A., see Coppieters W. 


= D. A., EKN. & Braend “Purther see also Varewyck H. 


a the horse, 423 Speman Y., Vaiman M., Van de Weghe A. & Van Zoom 
_ Schneider H. , Schneider M.P.C., da Silva B.T.F. Es A.: Swine lymphocyte alloantigens (SLA) class I 


morphisms in buffaloes from Brazil, 335 Pietrain breeds, 59 
_ Schneider M.P. C.,seeSchneiderH. G.., see Georges M. 
Schwers A.., see Georges M. 
Sgaramella V., see Damiani G. Wictum E., see Bowling A. 
Siegel P.B., see Dunnington E. Wimitzky M., see Grosclaude F. 
a Sigurdardéttir S., Lundén A. & Andersson | 7 Wood P.R., see Rothel J.S. 
Restriction fragment length polymorphism « of Ade 
bovine lysozyme genes, 259 Yerle M., Archibald A.L., Dalens M. & Gellin J: 
Localization of the Tore 1 loci to 


z= R. L., see Glass E.J. chromosome 6q, 411 tes 
Stear M.J., see Mackie M.J. Je see also Geilin J. 
Stone R. T. & Muggli-Cockett N. E.: Partial > 


nucleotide sequence of a novel bovine major Zanotti Casati M., Gandini 6. ‘Leone P. 
Brgy complex class II B-chain gene, i; Genetic variation ‘and — of five Italian 


BoLA- D IB, 353 native sheep breeds, 87 


— 
— 
&g — 
— 
iim 
“4 
; — 
— 
— 
— 
— — 


blood gr group, 95, 431 
lymphocyte antigens, a 
"Albumin, buffalo, 335 lysozyme gene, 259 
ey, 419 


cattle,69 


cattle, 181 lymphocytes, 401 

goat-mouse hybridomas, antibodies, 39, 47 

Amylase, polymorphism, pig, 277 

el Anaemia, Hb variant, sheep, 115 
Antibodies, monoclonal, 41, 181 

BoLA, 69, 141 factor H, 123 


chicken, 401 Cytotoxic, Tell, 33 
yt 


goat, 
De 


' Disease, resistance and MHC, 221 
chicken, 39, 47, Dismutase, superoxide, 
sheep, 87 fingerprinting, 29, 247, 377 
Blood proteins, 285, 361 male specific, 
Dog, coat colour and esterase, 149 


cattle, 107,215 Erythrocyte; 


Catalase, variants, horse, 191 


antigen, 39, 47, 303, 


enosine 
DNA fingerprints,377 
mitochondrial DNA, 
transferrins, 295, 419 


— ken F 
— 
— 
— 
— 


distance, 
markers,93 


"Lysozyme, genes, 259 


red blood groups, 233, 303 globin gene, 339 


Mastitis, bull breeding values, m1 
Meat, production, pig, 161 


cattle, 69, 141, 153, 221, 323, 


beta gene cluster, 329 pig, 161. 
sheep anaemia variant, Minisatellite: 


Heteroplasmy, restriction site, fish, 313 Model, linear, cattle, C-system antigens, 


complement C3, 83 
_ plasma protease inhibitor, 129 
transferrin, silent allele, 423 
, chi 
tae Ovalbumin, T cell responses, 
Hydroxylase, 21-, pig, 1 Pancreatic, phospholipase, 93 


Immunoglobulin, cattle, 181 amylase 277 


deer, serum proteins, 285 
horse, plasma protease,129 nucleoside 207 


tee blood group, cattle, 95, 427,431 


dog coat colour and plasma esterase, 
erythrocyte antigen loci, 329 _ protease inhibitor, 129° 


protease Pig, 267 Polymerase, chain reaction, 215 


— 
— 
— 
— 
ii 
| 
2 — 
= 
— 


Polymorphism: 
ALAD, rabbit, 217 
casein locus, 107, cae, 


blood, 87, serum, 317° 


stable,171 
superoxide dismutase, 391 

teleost transferrins, 295 
traits: 


"oC, 
plasma, 129, 36 


‘Serology: 
goat erythrocyte anti 


= deer, proteins, 287 
Sheep: 
blood polymorphism, 87 
dinucleotide polymorphism, 
serum polymorphism, gata 
Steroid, 21 hydroxylase gene, 1 ae 
cell, responses to ovalbumin, 15 
Teleost, transferrins,295 
‘Theileria, and | MHC, 323 


growth factor- beta, 
_ Trout, DNA fingerprints, 3 a 


3 
‘Vitamin D, binding 285, pour 


— 
— 
fish, adenosine deaminase, 211 _ ens. 303 i 
— 
— = — 
— — 
lm 
Protease inhibitors: — 


